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Purification of peroxisomes — a bibliography

There are several OptiPrep™ Application Sheets that are relevant to the isolation and analysis of
peroxisomes using iodixanol gradients and three types of gradient have been used:

Continuous iodixanol gradients: principally for the purification of peroxisomes from mammalian
liver, but they have also been used for organelles from fungi, mainly yeast and also from plants.

Discontinuous iodixanol gradients: for mammalian liver and kidney, some marine organisms
and plants.

Self-generated iodixanol gradients: for mammalian liver and cultured cells

Application Sheet S11 describes the use of a pre-formed continuous iodixanol gradient
Application Sheet S12 describes the use of a discontinuous iodixanol gradient
Application Sheet S13 describes the use of a self-generated iodixanol gradient
Application Sheet S55 describes the use of a continuous iodixanol gradient for yeast
peroxisomes
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In addition there are two Application Sheets that are devoted to the analysis of the light
mitochondrial fraction (LMF) and although these are not devoted specifically to peroxisomes, the
latter are analyzed as part of a more general analysis of the LMF organelles, which include
mitochondria, lysosomes and sometimes Golgi in addition to peroxisomes.

¢ Application Sheet S15 describes the use of pre-formed continuous gradient
¢ Application Sheet S16 describes the use of self-generated gradient

The bibliography below is divided into gradient type, then tissue or cell source. References are
listed alphabetically according to first author and then, if required, chronologically. To aid
identification of research topics, these are highlighted in blue.
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